The chemistry of pyrimidine and its derivatives has been studied due to their diverse biological activities (Baraldi et al., 1996; Lingappa et al., 2006 Lingappa et al., , 2007 . Pyrazoles and their derivatives are found to be associated with diverse pharmacological activities. Pyrazoles constitute an important class of heterocycles, which display interesting biological properties such as fungicidal, anti-inflammatory, anti-arthritic, anti-depressant and antiviral activity (Baraldi et al., 2003; Kalluraya et al., 2001; Kalluraya & Rahiman, 1997). The title compound, has been analysed as part of our crystallographic studies on pyrimidine derivatives (Thiruvalluvar et al., 2007a,b; Thiruvalluvar, Subramanyam, Lingappa et al., 2007). The asymmetric unit of the title compound, C 14 H 10 Br 2 N 6 O, Fig. 1, contains two crystallographically independent molecules, A and B. The pyrazole ring of A makes dihedral angles of 22.0 (3)° and 3.5 (3)° with the pyrimidine ring and phenyl ring respectively; the corresponding values in molecule B are 9.2 (3)° and 2.1 (3)°. The molecules are linked by N-H···O, C-H···N and C-H···Br hydrogen bonds; see Fig. 2 and hydrogen bond table.
The asymmetric unit of the title compound, C 14 H 10 Br 2 N 6 O, contains two crystallographically independent molecules. The pyrazole ring of one molecule makes dihedral angles of 22.0 (3) and 3.5 (3) with the pyrimidine and benzene rings, respectively; the corresponding values in the other molecule are 9.2 (3) and 2.1 (3) , respectively. The molecules are linked by N-HÁ Á ÁO, C-HÁ Á ÁN and C-HÁ Á ÁBr hydrogen bonds.
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For related literature, see: Baraldi et al. (1996 Baraldi et al. ( , 2003 ; Kalluraya & Rahiman (1997) ; Kalluraya et al. (2001) ; Lingappa et al. (2006 Lingappa et al. ( , 2007 . For related crystal structures, see: Thiruvalluvar, Subramanyam, Kalluraya et al. (2007a,b) ; Thiruvalluvar, Subramanyam, Lingappa et al. (2007) . 
Data collection
Oxford Diffraction Gemini diffractometer Absorption correction: multi-scan (CrysAlis RED; Oxford Diffraction, 2007) T min = 0.205, T max = 0.320 (expected range = 0.146-0.228) 24958 measured reflections 9542 independent reflections 6336 reflections with I > 2(I) R int = 0.057 Refinement R[F 2 > 2(F 2 )] = 0.082 wR(F 2 ) = 0.139 S = 1.25 9542 reflections 415 parameters H-atom parameters constrained Á max = 0.83 e Å À3 Á min = À0.64 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CrysAlis CCD (Oxford Diffraction, 2007); cell refinement: CrysAlis CCD; data reduction: CrysAlis RED (Oxford Diffraction, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 1990) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 1997) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: PLATON (Spek, 2003 4-(4-Bromophenylhydrazono)-1-(5-bromopyrimidin-2-yl)-3-methyl-2-pyrazolin-5-one 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Br1 0.25785 (9) 0.06030 (5) 0.13400 (5) 0.0442 (2) (17) C15B 0.3703 (7) 0.3965 (5) −0.0520 (4) 0.0337 (17) C31B −0.0924 (7) 0.8914 (5) 0.1110 (4) 0.0378 (19) C41B 0.2806 (6) 0.8256 (5) 0.3837 (4) 0.0248 (17) C42B 0.1926 (7) 0.9294 (5) 0.4041 (4) 0.0326 (17) C43B 0.2166 (7) 0.9838 (5) 0.4834 (4) 0.0327 (17) C44B 0.3283 (6) 0.9332 (5) 0.5407 (4) 0.0261 (16) C45B 0.4170 (7) 0.8313 (5) 0.5212 (4) 0.0281 (17) (7) C13A-H13A 0.9500 N1A-C11A 1.409 (7) C15A-H15A 0.9500 N1A-C5A 1.400 (7) C31A-H31A 0.9800 N2A-C3A 1.310 (7) C31A-H31C 0.9800 N5A-N6A 1.307 (6) C31A-H31B 0.9800 N5A-C4A 1.318 (7) C42A-H42A 0.9500 N6A-C41A 1.418 (7) C43A-H43A 0.9500 N12A-C11A 1.331 (7) C45A-H45A 0.9500 N12A-C13A 1.342 (7) C46A-H46A 0.9500 N16A-C11A 1.335 (7) C3B-C4B 1.440 (8) N16A-C15A 1.336 (7) C3B-C31B 1.482 (9) N6A-H6A 0.8800 C4B-C5B 1.459 (8) N1B-N2B 1.411 (7) C13B-C14B 1.374 (8) N1B-C11B 1.415 (7) C14B-C15B 1.385 (8) N1B-C5B 1.403 (7) C41B-C46B 1.388 (8) N2B-C3B 1.307 (7) C41B-C42B 1.398 (9) N5B-C4B 1.312 (7) C42B-C43B 1.389 (8) N5B-N6B 1.323 (6) C43B-C44B 1.392 (8) N6B-C41B 1.414 (7) C44B-C45B 1.379 (9) N12B-C13B 1.332 (7) C45B-C46B 1.389 (8) N12B-C11B 1.340 (7) C13B-H13B 0.9500 N16B-C15B 1.332 (7) C15B-H15B 0.9500 N16B-C11B 1.326 (7 (7) O5B···H46A ii 2.6500 C46B···N5A 3.250 (7) O5B···H15B vi 2.8200 C46B···O5A ii 3.375 (7) N1A···O5B 3.220 (6) C46B···N6A 3.372 (7) N1B···C13B v 3.358 (7) C46B···C4A 3.573 (7 (8) N2A-N1A-C5A 112.8 (4) H31B-C31A-H31C 109.00 N2A-N1A-C11A 117.8 (4) H31A-C31A-H31C 109.00 C5A-N1A-C11A 129.2 (5) C43A-C42A-H42A 120.00 N1A-N2A-C3A 106.9 (4) C41A-C42A-H42A 121.00 N6A-N5A-C4A 118.1 (5) C42A-C43A-H43A 120.00 N5A-N6A-C41A 119.7 (5) C44A-C43A-H43A 120.00 C11A-N12A-C13A 116.3 (5) C44A-C45A-H45A 121.00 C11A-N16A-C15A 115.1 (5) C46A-C45A-H45A 121.00 C41A-N6A-H6A 120.00 C41A-C46A-H46A 120.00 N5A-N6A-H6A 120.00 C45A-C46A-H46A 120.00 N2B-N1B-C5B 112.4 (4) N2B-C3B-C31B 122.6 (5) C5B-N1B-C11B 129.1 (5) N2B-C3B-C4B 110.7 (5) N2B-N1B-C11B 118.2 (4) C4B-C3B-C31B 126.7 (5) N1B-N2B-C3B 107.2 (4) N5B-C4B-C5B 128.2 (5) N6B-N5B-C4B 117.4 (5) N5B-C4B-C3B 124.6 (5) N5B-N6B-C41B 119.9 (5) C3B-C4B-C5B 107.2 (5) C11B-N12B-C13B 115.0 (5) O5B-C5B-C4B 128.0 (5) C11B-N16B-C15B 114.9 (5) N1B-C5B-C4B 102.5 (5) Hydrogen-bond geometry (Å, °) 
